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<400> 1 

atg gcg aac gcg age gag ccg ggt ggc age ggc ggc ggc gag gcg gec 

Pro Gly Gly Ser Gly Gly Gly Glu Ala Ala 
10 15 



Met Ala Asn Ala Ser Glu 
1 5 



gec ctg ggc etc aag ctg 
Ala Leu Gly Leu Lys Leu 
20 

eta gcg ggc aac gtg ctg 
Leu Ala Gly Asn Val Leu 
35 

ctg cac cgc gec ccg tac 
Leu His Arg Ala Pro Tyr 
50 

ggg ctg cgc gcg etc gec 
Gly Leu Arg Ala Leu Ala 
65 70 

cgt gcg gcg gee gcg gcg 
Arg Ala Ala Ala Ala Ala 
85 

ctg etc gee ttc ctg gee 
Leu Leu Ala Phe Leu Ala 
100 



gfc acg etc age ctg ctg ctg tgc gtg age 
Ajla Thr Leu Ser Leu Leu Leu Cys Val Ser 
25 30 - 



t|tc gcg ctg ctg ate gtg egg gag cgc age 
P,he Ala Leu Leu lie Val Arg Glu Arg Ser 
: 40 45 

tac ctg ctg etc gac ctg tgc ctg gee gac 
Tyr Leu Leu Leu Asp Leu Cys Leu Ala Asp 
55 • 60 

■\ 

tgc etc ccg gec gtc atg ctg gcg gcg egg 
Cys Leu Pro Ala Val Met Leu Ala Ala Arg 
3 75 80 

ggg gcg ccg ccg ggc gcg ctg ggc tgc aag 
Gly Ala Pro Pro Gly Ala Leu Gly Cys Lys 
90 95 



gcg etc ttc tgc ttc cac gec gec ttc ctg 
Alja Leu Phe Cys Phe His Ala Ala Phe Leu 
105 no 



48 



96 



144 



192 



240 



288 



336 



Le Z. 
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ctg ctg ggc gtg ggc gtc 

Leu Leu Gly Val Gly Val 
115 

ttc tat gca gag cgc ctg 

Phe Tyr Ala Glu Arg Lep 
130 

tgc gcc gcc tgg gcg c tit 

Cys Ala Ala Trp Ala Leu 

145 150 

gac ggc ggt ggc gac gar 
Asp Gly Gly Gly Asp Asp 
165 

ccc gac ggc gcc ccc ggc 
Pro Asp Gly Ala Pro Gl> 
180 

gtg gtg ggc gcc acg cac 
Val Val Gly Ala Thr His 
195 

cac gac cgc cgc aag atg 
His Asp Arg Arg Lys Met 
210 

cac gac tgg acc ttc cac 
His Asp Trp Thr Phe His 
225 230 

aac tgg acg gcg ggc ttc 
Asn Trp Thr Ala Gly Phe 
245 



ggc ate egg ccc gca ggg 

Gly I le Arg Pro Ala Gly 
260 

ctg gaa gaa ttc aag acg 

Leu Glu Glu Phe Lys Thr 
275 

gtc acg ctg etc ttc ctg 

Val Thr Leu Leu Phe Leu 
290 

tac ctg egg gtc ctg gtg 

Tyr Leu Arg Val Leu Val 
305 310 

acg gcc tec gtg tgg ctg 
Thr Ala Ser Val Trp Leu 
325 
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acc cgc tac ctg gcc ate gcg cac cac cgc 384 
jThr Arg Tyr Leu Ala He Ala His His Arg 
!j 120 125 

jgee ggc tgg ccg tgc gcc gcc atg ctg gtg 432 
Ala Gly Trp Pro Cys Ala Ala Met Leu Val 
|)35 140 

l» . 

gcg ctg gcc gcg gcc ttc ccg cca gtg ctg 480 

Ala Leu Ala Ala Ala Phe Pro Pro Val Leu 
155 160 

gag gac gcg ccg tgc gcc ctg gag cag egg 528 
Glu Asp Ala Pro Cys Ala Leu Glu Gin Arg 
170 175 

gcg ctg ggc ttc ctg ctg ctg ctg gcc gtg 576 
Ala Leu Gly Phe Leu Leu Leu Leu Ala Val 



185 



190 



etc gtc tac etc cgc ctg etc ttc ttc ate 624 
Leu Val Tyr Leu Arg Leu Leu Phe Phe Me 
200 205 



egg ccc gcg cgc ctg gtg ccc gcc gtc age 672 
Arg Pro Ala Arg Leu Val Pro Ala Val Ser 
2[15 220 

ggc ccg ggc gcc acc ggc cag gcg gcc gcc 720 
Gly Pro Gly Ala Thr Gly Gin Ala Ala Ala 
235 240 

ggc cgc ggg ccc acg ccg ccc gcg ctt gtg 768 
G'iy Arg Gly Pro Thr Pro Pro Ala Leu Val 
250 255 



ceg ggc cgc ggc gcg cgc cgc etc etc gtg 816 
Pro Gly Arg Gly Ala Arg Arg Leu Leu Val 
265 270 



g^g aag agg ctg tgc aag atg ttc tac gcc 864 
Gl;u Lys Arg Leu Cys Lys Met Phe Tyr Ala 
1 280 285 

;| 

etc etc tgg ggg ccc tac gtc gtg gcc age 912 
Leu Leu Trp Gly Pro Tyr Val Val Ala Ser 
295 300 

ji 

egg ccc ggc gcc gtc ccc cag gcc tac ctg 960 
Arlg Pro Gly Ala Val Pro Gin Ala Tyr Leu 
I 315 320 

acjc ttc gcg cag gcc ggc ate aac ccc gtc 1008 
Th/ Phe Ala Gin Ala Gly Me Asn Pro Val 
' 330 335 
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gtg tgc ttc etc ttc ahc 
Val Cys Phe Leu Phe Asn 
340 

ttc ccc tgc tgc cag age 
Phe Pro Cys Cys Gin s|r 
355 

gac ctg aaa ggc att ggt 
Asp Leu Lys Gly Me Gl]y 
370 



<210> 2 
<211> 375 
<212> PRT 

<21 3> Homo sap i ens 
<400> 2 

Met Ala Asn Ala Ser Gl 
1 5 



J jPro Gly Gly Ser Gly Gly Gly Glu Ala Ala 



Ala Leu Gly Leu Lys Lejj 
20 

Leu Ala Gly Asn Val Leu 
35 

Leu His Arg Ala Pro Tyi 
50 

Gly Leu Arg Ala Leu A I s 
65 7C 

Arg Ala Ala Ala Ala Ala 
85 

Leu Leu Ala Phe Leu Ala 
100 

Leu Leu Gly Val Gly Val 
115 

Phe Tyr Ala Glu Arg Leu 
130 

Cys Ala Ala Trp Ala Leu 
145 150 

Asp Gly Gly Gly Asp Asp 
165 

Pro Asp Gly Ala Pro Gly 
180 
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agg gag ctg agg gac tgc ttc agg gec cag 1056 
Arg Glu Leu Arg Asp Cys Phe Arg Ala Gin 
345 350 

ccc egg acc acc cag gcg acc cat ccc tgc 1104 
Pro Arg Thr Thr Gin Ala Thr His Pro Cys 
360 365 



jtta tga 
|iLeu 
375 



1128 



10 



15 



Ma Thr Leu Ser Leu Leu Leu Cys Val Ser 
25 30 

'he Ala Leu Leu lie Val Arg Glu Arg Ser 
40 45 

Tyr Leu Leu Leu Asp Leu Cys Leu Ala Asp 

if 5 5 60 

I 

Eys Leu Pro Ala Val Met Leu Ala Ala Arg 
75 80 

I 

Gly Ala Pro Pro Gly Ala Leu Gly Cys Lys 



90 



95 



Ala Leu Phe Cys Phe His Ala Ala Phe Leu 



105 



110 



Thr Arg Tyr Leu Ala lie Ala His His Arg 

!| 120 125 

j| 

A'|la Gly Trp Pro Cys Ala Ala Met Leu Val 

135 140 

ii 

Ala Leu Ala Ala Ala Phe Pro Pro Val Leu 
155 160 

Gi'lu Asp Ala Pro Cys Ala Leu Glu Gin Arg 
) 170 175 

i| 

Aija Leu Gly Phe Leu Leu Leu Leu Ala Val 



185 



190 



i 

i 
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Val Val Gly Ala Thr H 
195 



His Asp Arg Arg Lys M£t 
210 



His Asp Trp Thr Phe H 



225 



I S! 



230 



Asn Trp Thr Ala Gly Phe 
245 



Gly lie Arg Pro Ala Gfy 
260 

Leu Glu Glu Phe Lys Ttjr 
275 

Val Thr Leu Leu Phe Leu 
290 

Tyr Leu Arg Val Leu Val 
305 310 

Thr Ala Ser Val Trp Leu 
325 



345 



350 



Val Cys Phe Leu Phe Asfi ! Arg Glu Leu Arg Asp Cys Phe Arg Ala Gin 
340 

Phe Pro Cys Cys Gin Se 
355 



Asp Leu Lys Gly lie Gly Leu 



370 



<210> 3 
<211> 1113 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> (1)..(1110) 
<223> SREB2 

<400> 3 

atg gcg aac tat age ca 
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Leu Val Tyr Leu Arg Leu Leu Phe Phe Me 
200 205 

Arg Pro Ala Arg Leu Val Pro Ala Val Ser 
215 220 

Gly Pro Gly Ala Thr Gly Gin Ala Ala Ala 
235 240 

Gly Arg Gly Pro Thr Pro Pro Ala Leu Val 
250 255 

Pro Gly Arg Gly Ala Arg Arg Leu Leu Val 
265 270 

Glu Lys Arg Leu Cys Lys Met Phe Tyr Ala 
280 285 

Leu Leu Trp Gly Pro Tyr Val Val Ala Ser 
295 300 

Arg Pro Gly Ala Val. Pro Gin Ala Tyr Leu 
315 320 

|Thr Phe Ala Gin Ala Gly lie Asn Pro Val 
330 335 



3 ro Arg Thr Thr Gin Ala Thr His Pro Cys 
360 365 



375 



gca get gac aac att ttg caa aat etc teg 48 



Met Ala Asn Tyr Ser His Ala Ala Asp Asn lie Leu Gin Asn Leu Ser 



1 



5 



10 



15 



cct eta aca gee ttt ctg aaa ctg act tec ttg ggt ttc ata ata gga 96 
Pro Leu Thr Ala Phe Leu lys Leu Thr Ser Leu Gly Phe Me Me Gly 

20 ■ I! 25 30 
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gtc age gtg gtg ggc aac 

Val Ser Val Val Gly Asn 
35 

aag acc ttg cat aga gca 

Lys Thr Leu His Arg Alia 
50 

tea gat ate etc aga t c! t 

Ser Asp Me Leu Arg Se:- 
65 70 

gtc aaa aat ggc tct acf 
Val Lys Asn Gly Ser Th 
85 

att gee ttt ctg ggg gt 
Me Ala Phe Leu Gly Va 
100 

ttc tgc ate agt gtc ac< 
Phe Cys Me Ser Val Thi 
115 

tat aca aag agg ctg acc 
Tyr Thr Lys Arg Leu Thr 
130 

gtg tgg act ctg tct gt| 
Val Trp Thr Leu Ser Val 
145 150 

ggc act tac tea ttc att 
Gly Thr Tyr Ser Phe Me 
165 

cgc tec ttc agg get aat 
Arg Ser Phe Arg Ala Asn 
180 

etc ate etc eta gee aca 
Leu lie Leu Leu Ala Thr 
195 

gtc cac gat cga aga aaa 
Val His Asp Arg Arg Lys 
210 

age cag aac tgg act ttt 
Ser Gin Asn Trp Thr Phe 
225 230 

gee aat tgg eta gca gga 
Ala Asn Trp Leu Ala Gly 
245 
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etc ctg ate tec att ttg eta gtg aaa gat 
Leu Leu Me Ser lie Leu Leu Val Lys Asp 
40 45 



gca att tgt ttc cca ttt gtg ttc aac tct 
Ala Me Cys Phe Pro Phe Val Phe Asn Ser 
75 80 



144 



cct tac tac ttc ctg ttg gat ctt tgc tgt 192 
5 ro Tyr Tyr Phe Leu Leu Asp Leu Cys Cys 
55 60 



240 



tgg act tat ggg act ctg act tgc aaa gtg 288 

rp Thr Tyr Gly Thr Leu Thr Cys Lys Val 
90 95 

(ttg tec tgt ttc cac act get ttc atg etc 336 

eu Ser Cys Phe His Thr Ala Phe Met Leu 

105 110 

aga tac tta get ate gee cat cac cgc ttc 384 

Arg Tyr Leu Ala Me Ala His His Arg Phe 

120 125 



ttt tgg acg tgt ctg get gtg ate tgt atg 432 
Rhe Trp Thr Cys Leu Ala Val Me Cys Met 
|35 140 

gec atg gca ttt ccc ccg gtt tta gac gtg 480 
Ala Met Ala Phe Pro Pro Val Leu Asp Val 
155 160 



agg gag gaa gat caa tgc acc ttc caa cac 528 

Arg Glu Glu Asp Gin Cys Thr Phe Gin His 

170 175 

gat tec tta gga ttt atg ctg ctt ctt get 576 

Ajsp Ser Leu Gly Phe Met Leu Leu Leu Ala 

185 190 



c'ag ctt gtc tac etc aag ctg ata ttt ttc 624 
Gin Leu Val Tyr Leu Lys Leu Me Phe Phe 
200 205 



aitg aag cca gtc cag ttt gta gca gca gtc 672 

M;et Lys Pro Val Gin Phe Val Ala Ala Val 

2jl5 220 

j| 

c'at ggt cct gga gec agt ggc cag gca get 720 

H|is Gly Pro Gly Ala Ser Gly Gin Ala Ala 

ij 235 240 

I! 

t ;t t gga agg ggt ccc aca cca ccc acc ttg 768 

Phe Gly Arg Gly Pro Thr Pro Pro Thr Leu 
250 255 
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ctg ggc ate agg caa aat 
Leu Gly lie Arg Gin Asn 
260 



aaa 



gtc tta gac gag ttc 
Val Leu Asp Glu Phe Ly 
275 
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gca aac acc aca ggc aga aga agg eta ttg 816 
Ala Asn Thr Thr Gly Arg Arg Arg Leu Leu 
265 270 



jatg gag aaa aga ate age aga atg ttc tat 864 
s.Met Glu Lys Arg lie Ser Arg Met Phe Tyr 
li 280 285 



ata atg act ttt ctg ttt eta acc ttg tgg ggc ccc tac ctg gtg gee 912 
lie Met Thr Phe Leu Phe Leu Thr Leu Trp Gly Pro Tyr Leu Val Ala 



290 

tgt tat tgg aga gtt ttjt 
Cys Tyr Trp Arg Val Phe 
305 310 

eta aca get get gtc tgg 
Leu Thr Ala Ala Val Trp 
325 

ttt gtc tgc att ttc ten 
Phe Val Cys lie Phe Ser 
340 

acc ct t ct t tac tgc ag<, 
Thr Leu Leu Tyr Cys Arc 
355 

gtt ata tga 
Val lie 
370 



<210> 4 

<211> 370 

<212> PRT 

< 2 1 3> Homo sapiens 

<400> 4 
Met Ala Asn Tyr Ser His 
1 5 

Pro Leu Thr Ala Phe Leu 
20 

Val Ser Val Val Gly Asn 
35 

Lys Thr Leu His Arg Ala 
50 

Ser Asp lie Leu Arg Ser 
65 70 

Val Lys Asn Gly Ser Thr 
85 



295 



300 



.gca aga ggg cct gta gta cca ggg gga ttt 960 
A I a Arg Gly Pro Val Val Pro Gly Gly Phe 
315 320 

'atg agt ttt gee caa gca gga ate aat cct 1008 
Met Ser Phe Ala Gin Ala Gly lie Asn Pro 
I 330 335 

i! 

aac agg gag ctg agg cgc tgt ttc age aca 1056 
,isn Arg Glu Leu Arg Arg Cys Phe Ser Thr 
345 350 

aaa tec agg tta cca agg gaa cct tac tgt 1104 
Lys Ser Arg Leu Pro Arg Glu Pro Tyr Cys 
360 365 

1113 



Ala Ala Asp Asn Me Leu Gin Asn Leu Ser 

|j 10 15 

ll'ys Leu Thr Ser Leu Gly Phe Me Me Gly 
J 25 30 

ii 

Leu Leu lie Ser Me Leu Leu Val Lys Asp 

jj 40 45 

Pl'ro Tyr Tyr Phe Leu Leu Asp Leu Cys Cys 

!'55 60 

l! 

A-l a Me Cys Phe Pro Phe Val Phe Asn Ser 
! i 75 80 

il 

;t 

Tjjrp Thr Tyr Gly Thr Leu Thr Cys Lys Val 

'! 90 95 



U-7 
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lie Ala Phe Leu Gly Vail Leu Ser Cys Phe His Thr Ala Phe Met Leu 



100 



120 



125 



Phe Cys lie Ser Val Thjr jArg Tyr Leu Ala lie Ala His His Arg Phe 
115 

Tyr Thr Lys Arg Leu Thr 
130 



Val Trp Thr Leu Ser Va;l Ala Met Ala Phe Pro Pro Val Leu Asp Val 



145 



150 



Gly Thr Tyr Ser Phe I le Arg G I u Glu Asp Gin Cys Thr Phe Gin His 



165 



180 

Leu Me Leu Leu Ala Th 
195 



210 



225 



230 



245 



105 



110 



3 he Trp Thr Cys Leu Ala Val lie Cys Met 
135 140 



155 



160 



170 



175 



Arg Ser Phe Arg Ala Asn Asp Ser Leu Gly Phe Met Leu Leu Leu Ala 



185 



190 



Gin Leu Val Tyr Leu Lys Leu He Phe Phe 
I 200 205 



Val His Asp Arg Arg Lyi Met Lys Pro Val Gin Phe Val Ala Ala Val 



215 



220 



Ser Gin Asn Trp Thr Phe His Gly Pro Gly Ala Ser Gly Gin Ala Ala 



235 



240 



Ala Asn Trp Leu Ala Glj Phe Gly Arg Gly Pro Thr Pro Pro Thr Leu 



250 



255 



Leu Gly lie Arg Gin Asr Ala Asn Thr Thr Gly Arg Arg Arg Leu Leu 



260 

Val Leu Asp Glu Phe Lys 
275 

lie Met Thr Phe Leu Phe 
290 



265 



270 



305 



310 



Met Glu Lys Arg lie Ser Arg Met Phe Tyr 
280 285 

Leu Thr Leu Trp Gly Pro Tyr Leu Val Ala 
2:95 300 



Cys Tyr Trp Arg Val Phe Alia Arg Gly Pro Val Val Pro Gly Gly Phe 



315 



320 



Leu Thr Ala Ala Val Trp 
325 

Phe Val Cys lie Phe Ser 
340 

Thr Leu Leu Tyr Cys Arg 
355 

Val lie 
370 



M|et Ser Phe Ala Gin Ala Gly lie Asn Pro 

jj 330 335 

Asn Arg Glu Leu Arg Arg Cys Phe Ser Thr 
!| 345 350 

Uys Ser Arg Leu Pro Arg Glu Pro Tyr Cys 

II 360 365 
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<210> 5 
<211> 1122 
<212> DNA 
<213> Homo sapiens 

<220> 
<221 > CDS 
<222> (1).. (1119) 
<223> SREB3 

<400> 5 

atg gcc aac act acc 

Met Ala Asn Thr Thr 

1 5 



gi a 
Gly 



cca ccg tec gca tea gcjt 
Pro Pro Ser Ala Ser Al 
20 

atg tgc gtg age ctg gqg 
Met Cys Val Ser Leu Al 
35 

aag gag cgt gcc ctg ca 
Lys G I u Arg Ala Leu Hi 
50 



Cys Leu Ala Asp Gly 1 1 
65 
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gag cct gag gag gtg age ggc get ctg tec 48 
Glu Pro Glu Glu Val Ser Gly Ala Leu Ser 
10 15 



tat gtg aag ctg gta ctg ctg gga ctg att 
Tyr Val Lys Leu Val Leu Leu Gly Leu lie 
25 30 



70 



get tct gtg cgc cac ggi 
Ala Ser Val Arg His Gly 
85 

aag att gtg gcc ttt a tf 
Lys I le Val Ala Phe Mel 
100 

atg ctg ttc tgc ate age 
Met Leu Phe Cys He Ser 
115 



8tc acc cgc tac atg gcc ate gcc cac cac 
Val Thr Arg Tyr Met Ala lie Ala His His 
1 120 125 



cgc ttc tac gcc aag cgc ajtg aca etc tgg aca tgc gcg get gtc ate 

Arg Phe Tyr Ala Lys Arg Met Thr Leu Trp Thr Cys Ala Ala Val Me 
1 30 1-3 5 140 

ii 

tgc atg gcc tgg acc ctg 

Cys Met Ala Trp Thr Leu 
145 150 

gac gtg ggc acc tac aag 
Asp Val Gly Thr Tyr Lys 
165 

gag cat cgc tac ttc aag 



96 



ggt aac gcc ate ttg tec ctg ctg gtg etc 144 
Gly Asn Ala lie Leu Ser Leu Leu Val Leu 
40 45 

|aag get cct tac tac ttc ctg ctg gac ctg 192 
Lys Ala Pro Tyr Tyr Phe Leu Leu Asp Leu 
55 60 



tgc ctg gcc gat ggc atii cgc tct gcc gtc tgc ttc ccc ttt gtg ctg 240 



Arg Ser Ala Val Cys Phe Pro Phe Val Leu 
75 80 

tct tea tgg acc ttc agt gca etc age tgc 288 

:»er Ser Trp Thr Phe Ser Ala Leu Ser Cys 
90 95 

gcc gtg etc ttt tgc ttc cat gcg gcc ttc 336 

^lla Val Leu Phe Cys Phe His Ala Ala Phe 
105 110 



384 



432 



t.'c t gtg gcc atg gcc ttc cca cct gtc ttt 480 

Ser Val Ala Met Ala Phe Pro Pro Val Phe 

j) 155 160 

jl 

t!,tt att egg gag gag gac cag tgc ate ttt 528 

Pihe lie Arg Glu Glu Asp Gin Cys lie Phe 

jj 170 175 

gcc aat gac acg ctg ggc ttc atg ctt atg 576 
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Glu His Arg Tyr Phe Lys 
180 

ttg get gtg etc atg gca 
Leu Ala Val Leu Met Ala 1 
195 

etc ttc gag tat cgt cac 
Leu Phe Glu Tyr Arg Hfis 
210 



gee ate age cag aac tgg 
Ala I le Ser Gin Asn Up 
225 2k 

get get gec aac tgg ajc 
Ala Ala Ala Asn Trp 
245 

acc ctg ctg ggt ate c|g 
Thr Leu Leu Gly lie Arg 
260 

ctg ggc atg gac gag gtjc 
Leu Gly Met Asp Glu Vail 
275 

tac gcg ate aca ctg etc 
Tyr Ala lie Thr Leu Leu 
290 



Val 



310 
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Ala Asn Asp Thr Leu Gly Phe Met Leu Met 

185 190 

get acc cat get gtc tac ggc aag ctg etc 624 

Ala Thr His Ala Val Tyr Gly Lys Leu Leu 
200 205 



cgc aag atg aag cca gtg cag atg gtg cca 
Arg Lys Met Lys Pro Val Gin Met Val Pro 
215 220 

aca ttc cat ggt ccc ggg gec acc ggc cag 
Thr Phe His Gly Pro Gly Ala Thr Gly Gin 
235 240 

gec ggc ttt ggc cgt ggg ccc atg cca cca 
Ala Gly Phe Gly Arg Gly Pro Met Pro Pro 
250 255 

cag aat ggg cat gca gec age egg egg eta 
Gin Asn Gly His Ala Ala Ser Arg Arg Leu 
265 270 

aag ggt gaa aag cag ctg ggc cgc atg ttc 
Lys Gly Glu Lys Gin Leu Gly Arg Met Phe 
280 285 

jttt ctg etc etc tgg tea ccc tac ate gtg 
jPhe Leu Leu Leu Trp Ser Pro Tyr lie Val 
|295 300 



gec tgc tac tgg cga gt'g jjttt gtg aaa gec tgt get gtg ccc cac cgc 
Ala Cys Tyr Trp Arg " " 
305 



fhe Val Lys Ala Cys Ala Val Pro His Arg 
315 320 



tac ctg gee act get gt t jtgg atg age ttc gec cag get gee gtc aac 
Tyr Leu Ala Thr Ala Val Trp Met Ser Phe Ala Gin Ala Ala Val Asn 
325 ] 330 335 



cca att gtc tgc ttc ctg 
Pro Me Val Cys Phe Lei 
340 



etc aac aag gac etc aag aag tgc ctg agg 
leu Asn Lys Asp Leu Lys Lys Cys Leu Arg 
'! 345 350 



act cac gee ccc tgc tgg ggc aca gga ggt gee ccg get ccc aga gaa 
Thr His Ala Pro Cys Tri Gly Thr Gly Gly Ala Pro Ala Pro Arg Glu 
355 j 360 365 

•i 

ccc tac tgt gtc atg t g; 
Pro Tyr Cys Val Met 
370 



<210> 6 
<211> 373 
<212> PRT 
<213> Homo sapiens 



672 



720 



768 



816 



864 



912 



960 



1008 



1056 



1104 



1122 



7o 
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<400> 6 

Met Ala Asn Thr Thr Gjly 
1 5 

Pro Pro Ser Ala Ser Ala 1 
20 

Met Cys Val Ser Leu Ala! 
35 ' 

Lys Glu Arg Ala Leu His 
50 



Cys Leu Ala Asp Gly I 
65 

Ala Ser Val Arg His G 
85 



Lys lie Val Ala Phe Met 
100 



Met Leu Phe Cys lie Ser 
115 



Arg Phe Tyr Ala Lys Aijg 
130 
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Cys Met Ala Trp Thr Leu 
145 1 30 



Asp Val Gly Thr Tyr Lyjs 
165 



Glu His Arg Tyr Phe Ly 
180 

Leu Ala Val Leu Met Al 
195 

Leu Phe Glu Tyr Arg Hi 
210 



Glu Pro Glu Glu Val Ser Gly Ala Leu Ser 
10 15 

Tyr Val Lys Leu Val Leu Leu Gly Leu Me 
25 30 

Gly Asn Ala lie Leu Ser Leu Leu Val Leu 
40 45 

Lys Ala Pro Tyr Tyr Phe Leu Leu Asp Leu 
55 60 

Arg Ser Ala Val Cys Phe Pro Phe Val Leu 
75 80 

Ser Ser Trp Thr Phe Ser Ala Leu Ser Cys 
90 95 

Ala Val Leu Phe Cys Phe His Ala Ala Phe 
105 110 

Val Thr Arg Tyr Met Ala Me Ala His His 
120 125 

Met Thr Leu Trp Thr Cys Ala Ala Val lie 
135 140 

Ser Val Ala Met Ala Phe Pro Pro Val Phe 
155 160 

Phe Me Arg Glu Glu Asp Gin Cys Me Phe 
170 175 

Ala Asn Asp Thr Leu Gly Phe Met Leu Met 
j 185 190 

jAla Thr His Ala Val Tyr Gly Lys Leu Leu 
200 205 



s ;'Arg Lys Met Lys Pro Val Gin Met Val Pro 
[2 1 5 220 



Ala Me Ser Gin Asn Trp i 
225 230 



Ala Ala Ala Asn Trp I 
245 



Thr Phe His Gly Pro Gly Ala Thr Gly Gin 
235 240 



e |;A I a Gly Phe Gly Arg Gly Pro Met Pro Pro 
250 255 



265 



270 



Thr Leu Leu Gly Me ArgjGIn Asn Gly His Ala Ala Ser Arg Arg Leu 
260 

Leu Gly Met Asp Glu Val 
275 



Lys Gly Glu Lys Gin Leu Gly Arg Met Phe 
280 285 



■71 
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Tyr Ala He Thr Leu Le'j Phe Leu Leu Leu Trp Ser Pro Tyr lie Val 



290 

Ala Cys Tyr Trp Arg Va 
305 310 

Tyr Leu Ala Thr Ala Va 
325 

Pro lie Val Cys Phe Let 
340 

Thr His Ala Pro Cys Trp 
355 

Pro Tyr Cys Val Met 
370 



295 



300 



<210> 7 
<211> 31 
<212> DNA 

<213> Artificial Sequenpe 
<220> 

<223> Description of Ar'ti 



Phe Val Lys Ala Cys Ala Val Pro His Arg 
315 320 

trp Met Ser Phe Ala Gin Ala Ala Val Asn 
330 335 

Leu Asn Lys Asp Leu Lys Lys Cys Leu Arg 
345 350 

Gly Thr Gly Gly Ala Pro Ala Pro Arg Glu 
360 365 



<400> 7 

aaaatctaga cgcgatggcg 



aacgcgagcg a 



<210> 8 
<211> 31 
<212> DNA 
<213> Artificial Sequence 

<220> 

<223> Descript ion of Arl i 



<4O0> 8 

aaaatctaga gtctatgtgg cggggcctcc c 



<210> 9 
<211> 34 
<212> DNA 
<213> Artificial Sequence 



icial SequencerForward primer 



icial Sequence: reverse primer 



<220> 

<223> Descript ion of Art 



<400> 9 

aaaatctaga tctatggcga actatagcca tgca 



ifiicial Sequence :Forward primer 



<210> 10 



Best Available Copy 

• 



<211> 35 
<212> DNA 
<213> Art if icial Sequence 



<220> 



<400> 10 

aaaatctaga aaggctaaag 



<210> 11 
<211> 33 
<212> DNA 
<213> Art i f ic i a I Sequence 



12/24 



<223> Description of Artificial Sequence: reverse primer 

atttacagat gctcc 



<220> 

<223> Description of Art 



<400> 11 

aaaatctaga gtatggccaa 



:actaccgga gag 



<210> 12 
<211> 31 
<212> DNA 
<213> Artificial Sequence 



<220> 

<223> Descript ion of AH 



<400> 12 

aaaatctaga cctgtctgcc 



<210> 13 
<211> 36 
<212> DNA 
<21 3> Artificial Sequence 



<220> 



ificial Sequence:Forward primer 



ficial Sequence: reverse primer 



:accagcctg c 



<223> Description of Artificial Sequence :FLAG epitope 
<400> 13 

atggactaca aggacgacga tgacaagggg atcctg 



<210> 14 
<211> 12 
<212> PRT 

<21 3> Ar t i f i c i a I Sequence 
<220> 

<223> Description of Artificial Sequence :FLAG epitope 
<400> 14 



! 7 ■' 



Best Availatjle' Copy 



Met Asp Tyr Lys Asp 
1 5 



Asp 



<210> 15 
<211> 32 
<212> DNA 
<213> Artificial Sequfe 



<220> 

<223> Description of 
<400> 15 

aaaatctaga cggcgatggc 



Artificial Sequence:Forward primer 



<210> 16 
<211> 33 
<212> DNA 
<213> Artificial Sequence 



<220> 

<223> Description of A|rt 



<400> 16 

aaaatctaga cactttgaga 



<210> 17 
<211> 33 
<212> DNA 
<2 1 3> Artificial Sequence 



13/24 

Asp Asp Lys Gly I le Leu 
10 



nee 



gaacgctagt ga 



ificial Sequence: reverse primer 



gtcttgtgaa ggc 



<220> 

<223> Descript ion of Art 



<400> 17 

aaaatctaga tetatggega 



ificial Sequence :Forward primer 
actatageca tgc 



<210> 18 
<211> 35 
<212> DNA 
<213> Artificial Sequence 



<220> 

<223> Descript ion of A 
<400> 18 

aaaatctaga aaggctaaag 



'tiificial Sequence :Forward primer 



<210> 19 
<211> 34 
<212> DNA 

<21 3> Artificial Sequence 



itittacagat gctcc 



7</ 



m 



Best Available Copy 



<220> 

<223> Description of 
<400> 19 

aaaatctaga caaatactga 



Artificial Sequence: reverse primer 
actggccgat cccc 



<210> 20 
<211> 34 
<212> DNA 

<213> Artificial Seque|nc 
<220> 

<223> Description of Art 



<400> 20 

aaaatctaga tgttggcccc 



<210> 21 

<211> 1134 

<212> DNA 

<213> Rat tus sp. 

<220> 

<221> CDS 

<222> (1).. (1131) 

<223> Rat SREB1 

<400> 21 

atg gcg aac get agt gag 

Met Ala Asn Ala Ser Gl 
1 5 



gec 


gcg 


ctg 


ggc 


etc 


ag; 


Ala 


Ala 


Leu 


Gly 


Leu 


Arij 








20 






age 


ctg 


gcg 


ggc 


aac 


gtg 


Ser 


Leu 


Ala 


Gly 


Asn 


Va 






35 








age 


ctg 


cac 


cgc 


gcg 


cc. 


Ser 


Leu 


His 


Arg 


Ala 


Pru 




50 










gac 


ggg 


ctg 


cgc 


gcg 


etc 


Asp 


Gly 


Leu 


Arg 


Ala 




65 










L ™ 


egg 


cgc 


gcg 


gca 


gec 


gci: 


Arg 


Arg 


Ala 


Ala 


Ala 


Air 










85 




aag 


ctg 


ctg 


gec 


ttc 


etc 
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ificial Sequence: reverse primer 
agtatggtga teat 



ctg ttc get ctg etc ate gtg agg gag cgc 
eu Phe Ala Leu Leu lie Val Arg Glu Arg 
40 45 



Ala Cys Leu Pro Ala Val Met Leu Ala Ala 



75 



80 



II 



Ala Gly Thr Pro Pro Gly Ala Leu Gly Cys 
90 95 



34 



34 



:cg ggc ggc ggc ggc ggc ggg gee gag get 48 

i'ro Gly Gly Gly Gly Gly Gly Ala Glu Ala 

10 15 

|ctg gee aca etc age ctg ctg ctg tgc gtg 96 

Leu Ala Thr Leu Ser Leu Leu Leu Cys Val 

25 30 



144 



itac tac ctg ctg etc gac ctg tgc ctg gec 192 
Tyr Tyr Leu Leu Leu Asp Leu Cys Leu Ala 

1155 60 



240 



288 



336 



■7 V 



Best Available Copy 



i u 

m 



Lys Leu Leu Ala Phe Leu 
100 

ctg ctg ctg ggc gtg ggc 
Leu Leu Leu Gly Val Gl| 
115 



cgc ttc tat gcc gag eg: 
Arg Phe Tyr Ala Glu Arg 
130 

gtg tgc gcc gcc tgg gcj: 
Val Cys Ala Ala Trp Al 
145 15( 

ctg gac ggc ggt ggc ga 
Leu Asp Gly Gly Gly Al 
165 

cag egg ccc gac ggc gcc 
Gin Arg Pro Asp Gly Al 
180 

gcc gcg gtg gtg ggc gcc 
Ala Ala Val Val Gly Ala 

195 ; 

ttc ate cac gac cgc cgc 
Phe I le His Asp Arg Argi 
210 

gtc age cac gac tgg ace: 
Val Ser His Asp Trp Thr 
225 230^ 

gcc gcc aac tgg acg gcg 
Ala Ala Asn Trp Thr Ala 
245 



etc gtg ggc ate agg cct 
Leu Val Gly lie Arg Pro 
260 

ctg gtg ctg gag gaa ttc 
Leu Val Leu Glu Glu Phe 
275 

tac gcc ate acg ctg etc 
Tyr Ala lie Thr Leu Leu 
290 

gcc agt tac ctg cgc gtc 
Ala Ser Tyr Leu Arg Val 
305 310 

tac ctg aca gcc teg gtg 



15/24 



Ala Ala Leu Phe Cys Phe His Ala Ala Phe 

105 110 

gtc acc cgc tac ctg gcc ate get cac cac 

jVal Thr Arg Tyr Leu Ala lie Ala His His 
120 125 



jctg gcc ggc tgg ccg tgc gcc gcg atg ctg 
Leu Ala Gly Trp Pro Cys Ala Ala Met Leu 



135 



140 



ctg get ttg gcc gcg gcc ttc ccg ccg gtg 
Leu Ala Leu Ala Ala Ala Phe Pro Pro Val 
155 160 

gac gac gag gat gcg ccg tgc gcc ctg gag 
Asp Asp Glu Asp Ala Pro Cys Ala Leu Glu 
170 175 

ejeg ggt gcg eta ggc ttc ctg ctg etc ctg 
Pro Gly Ala Leu Gly Phe Leu Leu Leu Leu 
185 190 

a|cg cac etc gtc tac ctt cgc ctg etc ttc 
Thr His Leu Val Tyr Leu Arg Leu Leu Phe 
200 205 



aag atg egg ccc gca cgc ctg gtg ccc gcc 
Lys Met Arg Pro Ala Arg Leu Val Pro Ala 
215 220 

ttc cac ggc ccg ggc gcc acc ggt caa gcg 
Phe His Gly Pro Gly Ala Thr Gly Gin Ala 
235 240 



384 



432 



480 



528 



576 



624 



672 



720 



ggc ttc ggc cgc ggg ccc acg cca cct gcg 768 
y Phe Gly Arg Gly Pro Thr Pro Pro Ala 
250 255 



gca ggc ccg ggc cgc gga gcc egg cgc etc 816 
Ala Gly Pro Gly Arg Gly Ala Arg Arg Leu 
265 270 

aag acg gag aag agg ctg tgc aag atg ttc 864 
Lys Thr Glu Lys Arg Leu Cys Lys Met Phe 
280 285 

ttje ctg etc etc tgg ggg ccc tat gtg gtt 912 
Phe Leu Leu Leu Trp Gly Pro Tyr Val Val 
295 300 



ctg gtg egg ccc gga get gtc ccg cag gcc 960 

Leu Val Arg Pro Gly Ala Val Pro Gin Ala 
315 320 

tgg ctg aca ttc gca cag gcc ggc ate aac 1008 



*7L 



Best Available Copy 



m 
i y 



Tyr Leu Thr Ala Ser VaM 
325 

ccc gtg gtg tgt ttc etc 
Pro Val Val Cys Phe Lelu 
340 

gec cag ttc ccc tgt tgc 
Ala Gin Phe Pro Cys Cys 
355 

ccc tgc gac ctg aaa ggt 
Pro Cys Asp Leu Lys Gly 
370 



<210> 22 
<211> 377 
<212> PRT 
<213> Rat tus sp. 



16/24 



Trp Leu Thr Phe Ala Gin Ala Gly lie Asn 

330 335 

ttc aac egg gag ctg agg gac tgt ttc aga 1056 

Phe Asn Arg Glu Leu Arg Asp Cys Phe Arg 

345 350 

pig age ccc cag gec acg cag gec acc etc 1104 

Sin Ser Pro Gin Ala Thr Gin Ala Thr Leu 

360 365 



»tt ggt ttg tga 

e Gly Leu 
375 



1134 



<400> 22 

Met Ala Asn Ala Ser Glu Pro Gly Gly Gly Gly Gly Gly Ala Glu Ala 

1 5 I 10 15 

Ala Ala Leu Gly Leu Ar| Leu Ala Thr Leu Ser Leu Leu Leu Cys Val 



20 

Ser Leu Ala Gly Asn Va 
35 

Ser Leu His Arg Ala Pre 
50 

Asp Gly Leu Arg Ala Leii 
65 7D 

Arg Arg Ala Ala Ala Ala 
85 

Lys Leu Leu Ala Phe Leu 
100 

Leu Leu Leu Gly Val Gly 
115 

Arg Phe Tyr Ala Glu Arg 
130 

Val Cys Ala Ala Trp Ala 
145 150 

Leu Asp Gly Gly Gly Ala 
165 

Gin Arg Pro Asp Gly Ala 



25 



30 



Leu Phe Ala Leu Leu Me Val Arg Glu Arg 
40 45 

lyr Tyr Leu Leu Leu Asp Leu Cys Leu Ala 
55 60 

Ala Cys Leu Pro Ala Val Met Leu Ala Ala 
75 80 

I 

Ala Gly Thr Pro Pro Gly Ala Leu Gly Cys 
I 90 95 

!i 

Alia Ala Leu Phe Cys Phe His Ala Ala Phe 
j! 105 110 

V ; a I Thr Arg Tyr Leu Ala I le Ala His His 
120 125 

L|eu Ala Gly Trp Pro Cys Ala Ala Met Leu 

l|35 140 

|l 

Lieu Ala Leu Ala Ala Ala Phe Pro Pro Val 
155 160 



Asp Asp Glu Asp Ala Pro Cys Ala Leu Glu 
170 175 

Piro Gly Ala Leu Gly Phe Leu Leu Leu Leu 



7 7 



Best Available Copy 

4* 



m 



180 

Ala Ala Val Val Gly Al'ji 
195 

Phe lie His Asp Arg Ar| 
210 

Val Ser His Asp Trp The 
225 23( 

Ala Ala Asn Trp Thr Al< 
245 

Leu Val Gly lie Arg Pre 
260 

Leu Val Leu Glu Glu Phe 
275 

Tyr Ala Me Thr Leu Leu 

290 ! 

Ala Ser Tyr Leu Arg Val; 
305 310 

Tyr Leu Thr Ala Ser Val 
325 

Pro Val Val Cys Phe Leu 
340 

Ala Gin Phe Pro Cys Cy si 
355 : 

Pro Cys Asp Leu Lys Gly- 
370 



<210> 23 

<211> 1113 

<212> DNA 

<213> Rat tus sp. 

<220> 

<221> CDS 

<222> (1).. (1110) 

<223> Rat SREB2 

<400> 23 

atg gcg aac tat age cat 

Met Ala Asn Tyr Ser His 
1 5 

cct eta aca gec ttt ctg 
Pro Leu Thr Ala Phe Leu 



17/24 

185 190 

Thr His Leu Val Tyr Leu Arg Leu Leu Phe 
200 205 

ys Met Arg Pro Ala Arg Leu Val Pro Ala 
215 220 

I 

>he His Gly Pro Gly Ala Thr Gly Gin Ala 
235 240 

Gly Phe Gly Arg Gly Pro Thr Pro Pro Ala 
250 255 

Ala Gly Pro Gly Arg Gly Ala Arg Arg Leu 
265 270 

Lys Thr Glu Lys Arg Leu Cys Lys Met Phe 
280 285 

Phe Leu Leu Leu Trp Gly Pro Tyr Val Val 
295 300 

Leu Val Arg Pro Gly Ala Val Pro Gin Ala 
315 320 

Trp Leu Thr Phe Ala Gin Ala Gly lie Asn 
330 335 

Phe Asn Arg Glu Leu Arg Asp Cys Phe Arg 
345 350 

Gin Ser Pro Gin Ala Thr Gin Ala Thr Leu 
360 365 

le Gly Leu 
375 



gca get gac aac att ttg caa aat etc teg 48 
Ala Ala Asp Asn Me Leu Gin Asn Leu Ser 
10 15 



aaa ctg act tec ttg ggt ttc ata ata gga 96 
Lys Leu Thr Ser Leu Gly Phe Me lie Gly 



-7^ 



Best Available Copy 

• 



20 



gtc agt gtg gtg ggc aac 



Val 



Ser Val 
35 



Val Gly Asn! 



aag acc ttg cat aga gp t 
Lys Thr Leu His Arg A 
50 

tea gac ate etc aga tct 
Ser Asp lie Leu Arg Sir 
65 fo 

gtc aaa aat ggc tct aqc 
Val Lys Asn Gly Ser Tflr 
85 

att gec ttt ctg ggg gtlt 
He Ala Phe Leu Gly Vajl 
100 

ttc tgc ate age gtc acc 
Phe Cys lie Ser Val Thr 
115 

tat aca aag agg ctg acc 
Tyr Thr Lys Arg Leu Thif 
130 



IS/24 



25 



30 



ctt ctg ate tec att ttg eta gtg aaa gat 144 
Leu Leu He Ser lie Leu Leu Val Lys Asp 
40 45 

cct tac tac ttc ctg ctg gat ctg tgc tgc 192 
Pro Tyr Tyr Phe Leu Leu Asp Leu Cys Cys 
55 60 

gca att tgt ttt cca ttt gta ttc aac tct 240 
Ala lie Cys Phe Pro Phe Val Phe Asn Ser 
75 80 

tgg act tac ggg act ctg act tgc aaa gtg 288 
Trp Thr Tyr Gly Thr Leu Thr Cys Lys Val 
90 95 

ttg tec tgt ttc cac act gec ttc atg etc 336 
Leu Ser Cys Phe His Thr Ala Phe Met Leu 
105 no 

pga tac tta gee ate gec cat cac cgc ttc 384 
Arg Tyr Leu Ala lie Ala His His Arg Phe 
120 125 

ttt tgg acg tgt ttg get gtg ate tgc atg 432 
i'he Trp Thr Cys Leu Ala Val lie Cys Met 
135 140 



gtg tgg act ctg tct gti; gec atg gca ttt ccc cca gtt tta gat gta 480 
Val Trp Thr Leu Ser Va Ala Met Ala Phe Pro Pro Val Leu Asp Val 
145 150 155 160 



ggc acc tac tea ttc at 
Gly Thr Tyr Ser Phe I 
165 

cgc tec ttc agg get aa< 
Arg Ser Phe Arg Ala Asr 
180 

etc. ate etc eta gec aca 
Leu Me Leu Leu Ala Thr 
195 

gtc cac gat cga agg aaa 
Val His Asp Arg Arg Lys 
210 

agt cag aac tgg acc ttt 
Ser Gin Asn Trp Thr Phe 
225 230 

gee aat tgg eta gca gga 1 
Ala Asn Trp Leu Ala Gly 



agg gag gag gat cag tgt acc ttc caa cac 528 
Arg Glu Glu Asp Gin Cys Thr Phe Gin His 
170 175 

gat tec eta gga ttt atg ctg etc ctt get 576 
/|isp Ser Leu Gly Phe Met Leu Leu Leu Ala 
ii 185 190 

eag ctt gtc tac etc aag ctg ata ttt ttt 624' 
Gin Leu Val Tyr Leu Lys Leu He Phe Phe 
200 205 



a ( tg aag cca gtc cag ttt gta gca gca gtg 672 
Met Lys Pro Val Gin Phe Val Ala Ala Val 
2H 5 220 

|! 

cat ggc cct gga get agt ggc cag gca get 720 

His Gly Pro Gly Ala Ser Gly Gin Ala Ala 

235 240 

t||tt gga agg ggt ccc aca cca ccc acc ttg 768 
Phe Gly Arg Gly Pro Thr Pro Pro Thr Leu 



7 9 



Best Availat le Copy 



ij! 

in 

1 y 



ID 



245 
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250 



255 



ctg ggc ate agg caa aat gcg aat acc aca ggc aga aga egg etc ttg 816 
Leu Gly Me Arg Gin Asn 
260 



gtt ttg gat gag ttc aaa 

Val Leu Asp Glu Phe Lyjs 
275 

ata atg act ttc etc t tic 

I le Met Thr Phe Leu Phfe 
290 

tgc tat tgg aga gtt tt: 

Cys Tyr Trp Arg Val Phis 

305 316 

eta aca gee get gtc tg| 
Leu Thr Ala Ala Val Tr0 
325 

ttt gtc tgc att ttc tc< 
Phe Val Cys lie Phe Sei 
340 

acc ctt ctt tac tgc agj 
Thr Leu Leu Tyr Cys Ari 
355 

gtt ata tga 
Val lie 
370 



<210> 24 
<211> 370 
<212> PRT 
<213> Rat tus sp. 

<400> 24 

Met Ala Asn Tyr Ser His 
1 5 

Pro Leu Thr Ala Phe Leu 
20 

Val Ser Val Val Gly Asn 
35 

Lys Thr Leu His Arg Ala 
50 

Ser Asp lie Leu Arg Ser 
65 70! 



Ala Asn Thr Thr Gly Arg Arg Arg Leu Leu 
265 270 

atg gag aaa aga ate age aga atg ttc tat 864 
tlet Glu Lys Arg lie Ser Arg Met Phe Tyr 
280 285 

:ta acc ttg tgg ggt ccc tac ctg gtg gec 912 

.eu Thr Leu Trp Gly Pro Tyr Leu Val Ala 

295 300 

gca aga ggg cct gta gta cca ggg gga ttt 960 

Ma Arg Gly Pro Val Val Pro Gly Gly Phe 
315 320 

atg agt ttc gec caa gca gga ate aat ccc 1008 
Met Ser Phe Ala Gin Ala Gly lie Asn Pro 
330 335 

aac agg gag ctg agg cgc tgt ttc age aca 1056 
Asn Arg Glu Leu Arg Arg Cys Phe Ser Thr 
345 350 

aaa tec agg tta cca agg gaa cct tac tgt 1104 
jys Ser Arg Leu Pro Arg Glu Pro Tyr Cys 
360 365 

1113 



A|;la Ala Asp Asn lie Leu Gin Asn Leu Ser 
Ij 10 15 

il 

Lys Leu Thr Ser Leu Gly Phe lie lie Gly 

|! 25 30 

Leu Leu lie Ser lie Leu Leu Val Lys Asp 

j| 40 45 

Plro Tyr Tyr Phe Leu Leu Asp Leu Cys Cys 
55 60 



a lie Cys Phe Pro Phe Val Phe Asn Ser 
75 80 



0,0 ' 



Best Avai labile: Copy 



Val Lys Asn Gly Ser Thr 
85 

He Ala Phe Leu Gly Val 
100 



Phe Cys I le Ser Val Th 
115 



130 

Val Trp Thr Leu Ser Va 
145 150 



20724 



Trp Thr Tyr Gly Thr Leu Thr Cys Lys Val 
90 95 

Leu Ser Cys Phe His Thr Ala Phe Met Leu 
105 110 



' Arg Tyr Leu Ala lie Ala His His Arg Phe 
120 125 



Tyr Thr Lys Arg Leu Th ■ Phe Trp Thr Cys Leu Ala Val lie Cys Met 



135 



140 



Gly Thr Tyr Ser Phe ll< Arg Glu Glu Asp Gin Cys Thr Phe Gin His 



165 

Arg Ser Phe Arg Ala Asr 
180 

Leu Me Leu Leu Ala Thr 
195 

Val His Asp Arg Arg Lys 
210 

Ser Gin Asn Trp Thr Phe 
225 230 

Ala Asn Trp Leu Ala Gly 

245 . 

Leu Gly I le Arg Gin Asn; 
260 

Val Leu Asp Glu Phe Lys 
275 

lie Met Thr Phe Leu Phe 
290 

Cys Tyr Trp Arg Val Phe> 
305 310 

Leu Thr Ala Ala Val Trp 
325 

Phe Val Cys lie Phe Ser 
340 

Thr Leu Leu Tyr Cys Arg 
355 

Val lie 
370 



Ala Met Ala Phe Pro Pro Val Leu Asp Val 
155 160 



170 



175 



Asp Ser Leu Gly Phe Met Leu Leu Leu Ala 
185 190 

Gin Leu Val Tyr Leu Lys Leu lie Phe Phe 

200 205 

Met Lys Pro Val Gin Phe Val Ala Ala Val 

215 220 



is Gly Pro Gly Ala Ser Gly Gin Ala Ala 
235 240 



Phe Gly Arg Gly Pro Thr Pro Pro Thr Leu 
250 255 



A| a Asn Thr Thr Gly Arg Arg Arg Leu Leu 
265 270 

M|et Glu Lys Arg Me Ser Arg Met Phe Tyr 
280 285 



Leu Thr Leu Trp Gly Pro Tyr Leu Val Ala 
295 300 

I! 

Ala Arg Gly Pro Val Val Pro Gly Gly Phe 
j| 315 320 

Met Ser Phe Ala Gin Ala Gly lie Asn Pro 

;| 330 335 

Asn Arg Glu Leu Arg Arg Cys Phe Ser Thr 
345 350 

Lys Ser Arg Leu Pro Arg Glu Pro Tyr Cys 
360 365 



Best Available Copy 



0 



<210> 25 
<211> 1122 
<212> DNA 

<21 3> Rat coronav i rus 

<220> 
<221> CDS 
<222> (1).. (1119) 
<223> Rat SREB3 



<400> 25 

atg gcc aac acc acc 

Met Ala Asn Thr Thr 

1 5 



ggi 
Gil 



ctg cca tea gca teg gc : 
Leu Pro Ser Ala Ser Al 
20 

atg tgt gta age ctg gci, 
Met Cys Val Ser Leu Al; 
35 

aag gag cgt gcc ctg ca< 
Lys Glu Arg Ala Leu Hi 
50 

tgc eta gcc gat ggc a t a 
Cys Leu Ala Asp Gly lie 
65 70 

get tct gtg cgc cat ggc 
Ala Ser Val Arg His Gly 
85 

aag att gtg gcc ttt atg 
Lys Me Val Ala Phe Met 
100 

atg ctg ttc tgc ate age 
Met Leu Phe Cys Me Ser 
115 

cgc ttc tat gcc aag cgc 
Arg Phe Tyr Ala Lys Arg 
130 

tgc atg gcc tgg acc ttg, 
Cys Met Ala Trp Thr Leu 
145 150 

gat gtg ggc acc tac aagt 
Asp Val Gly Thr Tyr Lys ; 

165 



21/24 



gag ccc gaa gag gtg age ggc gca ctg tec 48 
t I u Pro Glu Glu Val Ser Gly Ala Leu Ser 
jj 10 15 

Jat gtg aag ctg gtg ctg ctg gga ctg ate 96 
Tyr Val Lys Leu Val Leu Leu Gly Leu Me 

jj 25 30 

ggc aat gcc ate ttg tec ctg ctg gtg etc 144 
Gly Asn Ala Me Leu Ser Leu Leu Val Leu 
40 45 

aag get cct tac tac ttt ctg ctg gac ctg 192 
Lys Ala Pro Tyr Tyr Phe Leu Leu Asp Leu 
55 60 

cjgc tct gcc ate tgc ttc ccc ttt gta ctg 240 
AVg Ser Ala Me Cys Phe Pro Phe Val Leu 
75 80 

tec teg tgg acc ttc agt gca etc age tgt 288 
Ser Ser Trp Thr Phe Ser Ala Leu Ser Cys 
90 95 

get gtg etc ttt tgc ttc cat gcg gcc ttc 336 
All a Val Leu Phe Cys Phe His Ala Ala Phe 
105 110 



g,tc acc cgc tac atg gcc ate gcc cac cac 384 

Vial Thr Arg Tyr Met Ala Me Ala His His 
jj 120 125 

ii 

ajtg aca etc tgg aca tgc gca get gtc ate 432 

Mlet Thr Leu Trp Thr Cys Ala Ala Val lie 

135 140 

it 

tct gtg gcc atg get ttc cca cct gtc ttt 480 
Ser Val Ala Met Ala Phe Pro Pro Val Phe 
ii 155 160 

ii 

t|tt ate cga gag gag gac cag tgc ate ttt • 528 
Phe Me Arg Glu Glu Asp Gin Cys Me Phe 



170 



175 



Best Available Copy 



i "a 3 



gag cat cgc tac ttc aaa 
Glu His Arg Tyr Phe Lyjs 
180 



ttg get gtg etc atg gci 
Leu Ala Val Leu Met Alji 
195 

etc ttc gag tat cgt ca$ 
Leu Phe Glu Tyr Arg Hi 
210 

gee ate age caa aac tgf: 
Ala Me Ser Gin Asn Trt 
225 23C 

get get gee aac tgg ate 
Ala Ala Ala Asn Trp He 
245 

act ctg ctg ggt ate egg 
Thr Leu Leu Gly Me Arg 
260 

ctg ggc atg gac gag gtc 
Leu Gly Met Asp Glu Val 
275 

tac gcg att aca ctg etc 
Tyr Ala Me Thr Leu Leu 
290 

gec tgc tac tgg cga gtg 
Ala Cys Tyr Trp Arg Val 
305 310 

tac ctg gec act get gtt 
Tyr Leu Ala Thr Ala Va I 
325 

cca ate gtc tgc ttc ctg, 
Pro Me Val Cys Phe Leu 
340 

act cat gec cct tgc tgg 
Thr His Ala Pro Cys Trp 
355 

ccc tac tgt gtc atg tga: 
Pro Tyr Cys Val Met 
370 



<210> 26 
<211> 373 



22/24 



?ca aat gac act ctg ggc ttt atg ctt atg 576 
Ma Asn Asp Thr Leu Gly Phe Met Leu Met 
185 190 

!;cc aca cat get gtc tat ggc aag ctg eta 624 
Ua Thr His Ala Val Tyr Gly Lys Leu Leu 
200 205 

cgc aag atg aag cca gtg cag atg gtg ccc 672 
ftrg Lys Met Lys Pro Val Gin Met Val Pro 
215 220 

aca ttc cat ggc cct ggg get ace ggc cag 720 
Thr Phe His Gly Pro Gly Ala Thr Gly Gin 
235 240 

get ggc ttt ggc cgt ggg ccc atg cca cca 768 
Ala Gly Phe Gly Arg Gly Pro Met Pro Pro 
250 255 

c-ag aat ggg cat gca get age egg egg eta 816 
Gin Asn Gly His Ala Ala Ser Arg Arg Leu 
265 270 

ajag ggt gaa aag cag ctg ggc cga atg ttc 864 
Lys Gly Glu Lys Gin Leu Gly Arg Met Phe 
280 285 



tjtc ctg etc etc tgg tea cca tac att gtg 912 
P,he Leu Leu Leu Trp Ser Pro Tyr Me Val 
295 300 



tjtt gtg aaa gec tgc get gtg ccc cac cgc 
P,he Val Lys Ala Cys Ala Val Pro His Arg 
315 320 



tgg 

Tlrp 



atg 
Met 



age 
Ser 



ttc 
Phe 
330 



gee 
Ala 



cag 
Gin 



get 
Ala 



get gtc 
Ala Val 
335 



aac 
Asn 



345 



350 



960 



1008 



c|tt aac aag gac etc aag aag tgc ctg agg 1056 
Leu Asn Lys Asp Leu Lys Lys Cys Leu Arg 



ggc aca gga ggt gec cca get ccc aga gaa 1104 
"y Thr Gly Gly Ala Pro Ala Pro Arg Glu 
360 365 



1122 



Best Available Copy 



<212> PRT 

<21 3> Ra t coronav i rus 

<400> 26 
Met Ala Asn Thr Thr G; I y 
1 5 

Leu Pro Ser Ala Ser A 
20 

Met Cys Val Ser Leu A 
35 

Lys Glu Arg Ala Leu His 
50 



Cys Leu Ala Asp Gly 
65 



Ala Ser Val Arg His Glj 
85 

Lys Me Val Ala Phe Mejt 
100 



Met Leu Phe Cys lie Se ! 

115 1 



130 



70 
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Glu Pro Glu Glu Val Ser Gly Ala Leu Ser 
10 15 

Tyr Val Lys Leu Val Leu Leu Gly Leu Me 
25 30 

Gly Asn Ala Me Leu Ser Leu Leu Val Leu 
40 45 

Lys Ala Pro Tyr Tyr Phe Leu Leu Asp Leu 
55 60 

Arg Ser Ala Me Cys Phe Pro Phe Val Leu 
75 80 

Ser Ser Trp Thr Phe Ser Ala Leu Ser Cys 
90 95 

Ala Val Leu Phe Cys Phe His Ala Ala Phe 
105 no 



- Val Thr Arg Tyr Met Ala Me Ala His His 
120 125 



Arg Phe Tyr Ala Lys Arc Met Thr Leu Trp Thr Cys Ala Ala Val M< 



135 



140 



Cys Met Ala Trp Thr Lei Ser Val Ala Met Ala Phe Pro Pro Val Phe 



145 



1 S( 



Asp Val Gly Thr Tyr Ly 
165 

Glu His Arg Tyr Phe Lys 
180 

Leu Ala Val Leu Met Ala 
195 

Leu Phe Glu Tyr Arg His 
210 

Ala lie Ser Gin Asn Trp 
225 230 

Ala Ala Ala Asn Trp I le : 
245 ; 

Thr Leu Leu Gly Me Arg 
260 

Leu Gly Met Asp Glu Val 



155 



160 



Phe lie Arg Glu Glu Asp Gin Cys Me Phe 
170 175 

Ala Asn Asp Thr Leu Gly Phe Met Leu Met 
185 190 

A] f a Thr His Ala Val Tyr Gly Lys Leu Leu 
!! 200 205 



Arg Lys Met Lys Pro Val Gin Met Val Pro 
2115 220 

I 

T|hr Phe His Gly Pro Gly Ala Thr Gly Gin 
235 240 

Ajla Gly Phe Gly Arg Gly Pro Met Pro Pro 
250 255 

Gin Asn Gly His Ala Ala Ser Arg Arg Leu 
265 270 



Lys Gly Glu Lys Gin Leu Gly Arg Met Phe 



9-1 



Best Availablej Copy 



275 

Tyr Ala He Thr Leu L&u 
290 

Ala Cys Tyr Trp Arg Vijl 
305 3 TO 

Tyr Leu Ala Thr Ala V^l 
325 

Pro Me Val Cys Phe Leu 
340 

Thr His Ala Pro Cys Trb 
355 

Pro Tyr Cys Val Met 
370 



* 



Phe Leu Leu Leu Trp Ser Pro Tyr Me Val 
295 300 

Phe Val Lys Ala Cys Ala Val Pro His Arg 
315 320 

Trp Met Ser Phe Ala Gin Ala Ala Val Asn 
330 335 

Leu Asn Lys Asp Leu Lys Lys Cys Leu Arg 
345 350 

Gly Thr Gly Gly Ala Pro Ala Pro Arg Glu 
360 365 
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280 



285 



il 



